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Supplement S9: Dot plots of orthologous sequences of c. 540 bp regions from Leg128 a partial
DNA gyrase encoding sequence with two introns. The sequences from A- and B-genomes, Glycine
and Lotus are compared for similar spans (window length 11, minimum score 10). With appropriate
calibration the data allows the estimation of unknown divergence events (in this manuscript for the
Arachis A- and B- genomes). Tabulated data for four sets of orthologous sequences and a date
estimate are given in Table 3.
